 TCGA-CS-6668  26.16353  1  2  2  57  0  244  1  FEMALE  2  2  0  0  0  0  0  0  TCGA-TM-A84G 27.51958  1  2  2  54  0  1,236  1  FEMALE  2  3  1  0  0  0  0  0  TCGA-E1-5318  46.39545  1  2  1  42  1  2,379  1  FEMALE  2  2  1  0  0  0  0  0  TCGA-TM-A84R 22.239  1  1  2  46  0  566  1  MALE  1  2  1  0  0  0  0  0  TCGA-74-6577  68.47249  2  3  2  51  1  132  4  MALE  1  4  0  0  0  0  0  0  TCGA-E1-A7YL 33.13054  1  2  2  46  1  91  3  MALE  1  3  0  1  1  0  0  0  TCGA-S9-A7R1  33.888  1  2  1  35  1  3,637  1  MALE  1  2  1  0  0  0  0  0  TCGA- 1  2  2  63  1  420  3  FEMALE  2  3  0  0  1  0  0  0  TCGA-19-5951  28.82833  2  2  3  76  0  244  4  FEMALE  2  4  0  0  0  0  0  0  TCGA-QH-A6X5 47.20241  1  2  2  58  0  497  2  FEMALE  2  2  1  0  0  0  0  0  TCGA-HT-7686  29.33607  1  2  1  29  0  1,300  3  FEMALE  2  3  1  1  0  0  0  1  TCGA-DU-A6S2 45.12261  1  2  1  37  0  777  1  FEMALE  2  2  1  0  0  0  0  0  TCGA-06-0145  42.94978  2  2  2  53  0  71  4  FEMALE  2  4  0  0  1  0  0  0  TCGA-26-6173  52.96133  2  3  2  57  0  241  4  MALE  1  4  0  0  0  0  0  0  TCGA-TQ-A8XE 19.38248  1  1  1  42  1  455  1  FEMALE  2  2  1  1  0  0  0  0  TCGA-14-0736  52.73476  2  3  2  49  1  128  4  MALE  1  4  0  0  0  0  0  0  TCGA-32-5222  64.13894  2  3  3  66  1  118  4  MALE  1  4  0  0  0  0  0  0  TCGA-E1-A7YI  23.4392  1  1  1  33  1  56  3  FEMALE  2  3  1  1  0  0  0  1  TCGA-HT-7606  44.60976  1  2  1  30  0  526  3  FEMALE  2  2  1  1  0  0  0  0  TCGA-S9-A6U2  52.50875  1  3  2  48  0  719  1  FEMALE  2  2  1  0  0  0  0  0  TCGA-FG-A60K 77.59787  1  4  1  34  0  542  2  FEMALE  2  2  1  0  0  0  0  0  TCGA-FG-8182  34.88471  1  2  1  35  0  416  1  MALE  1  2  1  1  0  1  0  1  TCGA-76-4926  75.1765  2  4  3  68  1  34  4  MALE  1  4  0  0  1  0  1  0  TCGA-12-3652  39.08241  2  2  2  60  1  203  4  MALE  1  4  0  0  0  0  1  0  TCGA-HT-8564  54.31798  1  3  2  47  1  478  3  MALE  1  3  0  1  1  0  0  0  TCGA-DU-6401  37.50239  1  2  1  31  1  1,886  1  FEMALE  2  2  1  1  0  0  0  1  TCGA-TM-A7CF 36.006  1  2  1  41  1  1,688  3  FEMALE  2  2  1  1  0  0  0  0  TCGA-06-6388  53.68267  2  3  2  64  1  85  4  FEMALE  2  4  0  0  0  0  0  1  TCGA-14-0786  25.68638  2  2  2  50  1  127  4  FEMALE  2  4  0  0  0  0  1  0  TCGA-HT-A5R7 50.26841  1  3  1  33  0  615  3  FEMALE  2  3  1  0  0  0  0  1  TCGA-DH-5142  61.04824  1  3  1  29  0  922  3  MALE  1  3  1  1  0  0  0  1  MATH Age  His  Sex  Grade  ID  MATH Group group group Age Restatus Retime group  Sex  group  group  IDH TP53 TTN MUC16 EGFR ATRX   TCGA-19-1790  59.07154  2  3  2  56  1  88  4  MALE  1  4  0  0  0  0  0  0  TCGA-E1-A7YM 83.21516  1  4  2  63  1  88  3  MALE  1  3  0  0  0  0  1  0  TCGA-HT-7470  75.28828  1  4  1  37  0  268  1  MALE  1  3  1  1  0  0  0  1  TCGA-FG-6689  36.47568  1  2  1  30  1  190  3  MALE  1  2  1  1  0  0  0  1  TCGA-TQ-A7RQ 14.35531  1  1  1  38  0  795  1  FEMALE  2  2  1  0  0  0  0  0  TCGA-E1-5319  68.84444  1  3  2  48  1  923  1  FEMALE  2  2  1  0  0  0  0  0  TCGA-DU-7300  50.77191  1  3  2  53  1  317  1  FEMALE  2  3  1  1  0  0  0  0  TCGA-DB-A75P 49.42  1  2  1  25  0  492  3  FEMALE  2  2  0  0  0  0  0  0  TCGA-12-5295  60.79247  2  3  2  60  1  399  4  FEMALE  2  4  0  0  1  1  0  0  TCGA-06-5856  50.79728  2  3  2  58  0  114  4  MALE  1  4  0  0  0  0  1  0  TCGA-12-1600  47.50078  2  2  3  86  1  404  4  MALE  1  4  0  1  0  0  1  0  TCGA-S9-A89Z  30.15887  1  2  1  40  0  364  3  MALE  1  3  1  0  0  1  0  1  TCGA-HT-7856  50.56725  1  3  1  35  0  1,189  1  MALE  1  3  1  0  1  0  0  0  TCGA-HW-8319 29.82746  1  2  1  34  0  262  3  FEMALE  2  3  1  1  0  0  0  1  TCGA- 0  548  3  FEMALE  2  3  0  0  0  0  0  0  TCGA-26-6174  84.24656  2  4  2  65  0  71  4  FEMALE  2  4  0  0  1  0  0  0  TCGA-HT-7481  57.98636  1  3  1  39  1  1,800  1  MALE  1  2  1  0  0  0  0  0  TCGA-06-0168  57.71885  2  3  2  59  1  461  4  FEMALE  2  4  0  0  0  0  0  0  TCGA-41-5651  35.93076  2  2  2  59  1  210  4  FEMALE  2  4  0  1  0  1  0  0  TCGA-26-1439  68.22625  2  3  2  63  1  284  4  MALE  1  4  0  0  0  0  1  0  TCGA-TM-A7C3 53.92203  1  3  1  43  1  1,504  3  FEMALE  2  3  0  0  0  0  1  0  TCGA-FG- IDH TP53 TTN MUC16 EGFR ATRX   TCGA-06-0238  58.45888  2  3  2  46  1  311  4  MALE  1  4  0  0  0  0  0  0  TCGA-27-2523  19.80488  2  1  2  63  1  402  4  MALE  1  4  0  0  1  1  0  0  TCGA-DU-A5TY 52.55561  1  3  2  46  1  526  3  FEMALE  2  3  0  0  0  0  0  0  TCGA-28-1760  54.35229  2  3  2  48  1  105  4  MALE  1  4  0  0  0  0  0  0  TCGA-CS-5395  39.79121  1  2  1  43  1  287  1  MALE  1  2  0  0  0  0  0  0  TCGA-12-3653  44.82279  2  2  1  34  1  224  4  FEMALE  2  4  0  0  0  0  0  0  TCGA-S9-A7R3  55.91813  1  3  1  28  1  3,013  3  FEMALE  2  2  1  1  0  0  0  0  TCGA-4W-AA9T IDH TP53 TTN MUC16 EGFR ATRX   TCGA-VM-A8C8 52.88807  1  3  2  50  1  1,309  1  FEMALE  2  2  1  1  0  0  0  1  TCGA-HT-7681  32.23814  1  2  1  29  0  1,359  2  FEMALE  2  2  1  0  0  0  0  0  TCGA-TQ-A7RH 66.56571  1  3  1  39  0  486  2  MALE  1  2  1  1  0  1  0  1  TCGA-CS-6665  59.32088  1  3  2  51  0  378  3  FEMALE  2  3  1  1  0  0  0  0  TCGA-HT-8109  40.32672  1  2  2  64  0  169  1  MALE  1  3  1  0  0  0  0  0  TCGA-06-0154  64.24169  2  3  2  54  1  208  4  MALE  1  4  0  0  0  0  0  0  TCGA-TQ-A7RV 74.09297  1  3  1  27  1  1,868  3  MALE  1  2  1  1  0  0  0  0  TCGA- IDH TP53 TTN MUC16 EGFR ATRX   TCGA-TM-A7C5 59.304  1  3  1  30  0  1,500  2  MALE  1  2  1  0  0  0  0  0  TCGA-HT-7874  57.48341  1  3  1  41  0  1,130  1  FEMALE  2  3  1  0  0  0  0  0  TCGA-32-4213  61.27665  2  3  2  47  1  353  4  FEMALE  2  4  0  0  1  0  0  0  TCGA-DB-A75L 35.87806  1  2  1  36  0  342  3  FEMALE  2  3  1  0  0  0  0  0  TCGA-DU-8161  70.29569  1  3  2  63  1  111  2  FEMALE  2  3  0  0  0  0  0  0  TCGA-RY-A840  25.27935  1  2  2  47  0  854  1  MALE  1  3  1  0  0  0  0  0  TCGA-76-6282  66.63026  2  3  2  63  1  458  4  MALE  1  4  0  0  0  1  1  0  TCGA-TM-A7C4 IDH TP53 TTN MUC16 EGFR ATRX   TCGA-12-1089  51.65134  2  3  2  64  0  177  4  MALE  1  4  0  0  0  0  0  0  TCGA-14-0871  46.75892  2  2  3  74  0  880  4  FEMALE  2  4  0  0  0  0  0  0  TCGA-FG-8191  55.29896  1  3  1  30  0  472  1  MALE  1  3  1  1  0  0  0  1  TCGA-FG-A711  48.87692  1  2  1  33  1  1,329  1  FEMALE  2  2  1  1  0  0  0  1  TCGA-06-0882  61.04824  2  3  1  30  1  213  4  MALE  1  4  0  0  1  0  0  0  TCGA-02-2485  34.08276  2  2  2  53  1  186  4  MALE  1  4  0  1  0  1  1  0  TCGA-06-0875  45.20122  2  2  2  61  1  279  4  FEMALE  2  4  0  1  0  1  0  0  TCGA- IDH TP53 TTN MUC16 EGFR ATRX   TCGA-DU-5855  56.25424  1  3  2  49  0  207  2  FEMALE  2  3  1  1  1  0  0  1  TCGA-27-2518  56.32979  2  3  2  52  1  539  4  MALE  1  4  0  0  0  0  0  0  TCGA-06-0744  35.32917  2  2  3  66  1  1,277  4  MALE  1  4  0  1  1  0  0  0  TCGA-28-2509  54.26056  2  3  3  77  0  145  4  FEMALE  2  4  0  1  0  1  0  0  TCGA-32-2615  35.54772  2  2  2  62  1  131  4  MALE  1  4  0  0  0  0  0  0  TCGA-08-0386  11.9968  2  1  3  74  1  427  4  MALE  1  4  0  0  0  0  0  0  TCGA-KT-A74X 30.73025  1  2  1  26  0  438  2  MALE  1  3  1  0  0  0  0  0  TCGA- IDH TP53 TTN MUC16 EGFR ATRX   TCGA-HT-A61B 42.22884  1  2  1  22  0  533  3  MALE  1  3  1  1  0  0  0  0  TCGA-TQ-A7RJ 62.488  1  3  1  25  0  1,229 
